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A Corrigendum on
Genome-wide association study identifying variants related to
performance and injury in high-performance athletes

by Ebert JR, Magi A, Unt E, Prans E, Wood DJ and Koks S (2023). Exp Biol Med (Maywood).
248(20):1799-1805. doi: 10.1177/15353702231198068

In the published article, there was an error in Figure 1 as published. While the Figure
legend is correct, the image is incorrect. The corrected Figure 1 and its caption
appear below.

In the published article, there was an error in Figure 2 as published. While the Figure
legend is correct, the image is incorrect. The corrected Figure 2 and its appear below.

The authors apologize for these errors and state that this does not change the scientific
conclusions of the article in any way.

Published by Frontiers
01 Society for Experimental Biology and Medicine


https://doi.org/10.1177/15353702231198068
https://doi.org/10.1177/15353702231198068
https://doi.org/10.1177/15353702231198068
https://crossmark.crossref.org/dialog/?doi=10.3389/ebm.2024.10348&domain=pdf&date_stamp=2024-09-19
mailto:jay.ebert@uwa.edu.au
mailto:jay.ebert@uwa.edu.au
https://doi.org/10.3389/ebm.2024.10348
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://doi.org/10.3389/ebm.2024.10348

Ebert et al. 10.3389/ebm.2024.10348

FIGURE 1
Manhattan plot representing the p values of the genome-wide association in reaching the podium (medalist) or not. The orange dots represent
p < 107° while the red dots represent p < 107 (i.e., strong genome-wide significance).

FIGURE 2
Manhattan plot representing the p values of the genome-wide association in being injured or not. The orange dots represent p < 10~° while the
red dots (N/A) represent p < 1078 (i.e., strong genome-wide significance).
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